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Abstract
This article summarizes evidence from experimental studies and from autopsies
of patients deceased after vaccination. The collective findings demonstrate that
1. mRNA vaccines don’t stay at the injection site by instead travel throughout the
body and accumulate in various organs,
2. mRNA-based COVID vaccines induce long-lasting expression of the SARS-CoV-2
spike protein in many organs,
3. vaccine-induced expression of the spike protein induces autoimmune-like inflammation,
4. vaccine-induced inflammation can cause grave organ damage, especially in
vessels, sometimes with deadly outcome.
We note that the damage mechanism is which emerges from the autopsy studies
is not limited to COVID-19 vaccines only but is completely general—it must be
expected to occur similarly with mRNA vaccines against any and all infectious
pathogens. This technology has failed and must be abandoned.

While clinical case reports (e.g. [1, 2]) and statistical analyses of accumulated adverse
event reports (e.g. [3, 4]) provide valuable evidence of damage induced by mRNA-based
COVID-19 vaccines, it is important to establish a causal relationship in individual cases.
Pathology remains the gold standard for proof of disease causation. This short paper
will discuss some key findings on autopsy materials from patients who died within days
to several months after vaccination. For context, some experimental studies are briefly
discussed as well.
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Most of the evidence presented here is from the work of pathologist Prof.
Arne Burkhardt, MD

Prof. Burkhardt is a very experienced pathologist from Reutlingen, Germany. With the
help of his colleague Prof. Walter Lang, he has studied numerous cases of death which
occurred within days to several months after vaccination. In each of these cases, the
cause of death had been certified as “natural” or “unknown.” Burkhardt became involved
only because the bereaved families doubted these verdicts and sought a second opinion.
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It is remarkable, therefore, that Burkhardt found not just a few but the majority of these
deaths to be due to vaccination.

•

Dr. Burkhardt was approached by the families of
patients deceased after “vaccination”

•

Autopsy materials were examined by standard
histopathology and immunohistochemistry

•

Based on the findings, most deaths were attributed
to “vaccination” with a high to very high degree of
likelihood

While all four major manufacturers of gene-based vaccines were represented in the
sample of patients studied by Burkhardt and Lang, most patients had received an mRNA
vaccine from either Pfizer or Moderna. Some of the deceased patients had received both
mRNA- and viral vector-based vaccines on separate occasions.
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Pfizer’s own animal experiments show that the vaccine quickly distributes
throughout the body
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In order to cause potentially lethal damage, the mRNA vaccines must first distribute
from the injection site to other organs. That such distribution occurs is apparent
from animal experiments reported by Pfizer to Japanese authorities with its application
for vaccine approval in that country [5]. Rats were injected intramuscularly with a
radioactively labelled model mRNA vaccine, and the movement of the radiolabel first
into the bloodstream and subsequently into various organs was followed for up to 48
hours.
The first thing to note is that the labelled vaccine shows up in the blood plasma
after a very short time—within only a quarter of an hour. The plasma level peaks two
hours after the injection. As it drops off, the model vaccine accumulates in several other
organs. The fastest and highest rise is observed in the liver and the spleen. Very high
uptake is also observed with the ovaries and the adrenal glands. Other organs (including
the testes) take up significantly lower levels of the model vaccine. We note, however,
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that at least the blood vessels will be exposed and affected in every organ and in every
tissue.
The rapid and widespread distribution of the model vaccine implies that we must
expect expression of the spike protein throughout the body. For a more in-depth
discussion of this biodistribution study, see Palmer and Bhakdi [6].
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Expression of viral proteins can be detected with immunohistochemistry

While the distribution of the model vaccine leads us to expect widespread expression
of the spike protein, we are here after solid proof. Such proof can be obtained using
immunohistochemistry, which method is illustrated in this slide for the vaccine-encoded
spike protein.
If a vaccine particle—composed of the spike-encoding mRNA, coated with lipids—
enters a body cell, this will cause the spike protein to be synthesized within the cell and
then taken to the cell surface. There, it can be recognized by a spike-specific antibody.
After washing the tissue specimen to remove unbound antibody molecules, the bound
ones can be detected with a secondary antibody that is coupled with some enzyme, often
horseradish peroxidase. After another washing step, the specimen is incubated with
a water-soluble precursor dye that is converted by the enzyme to an insoluble brown
pigment. Each enzyme molecule can rapidly convert a large number of dye molecules,
which greatly amplifies the signal.
At the top right of the image, you can see two cells which were exposed to the Pfizer
vaccine and then subjected to the protocol outlined above. The intense brown stain
indicates that the cells were indeed producing the spike protein.
In short, wherever the brown pigment is deposited, the original antigen—in this
example, the spike protein—must have been present. Immunohistochemistry is widely
used not only in clinical pathology but also in research; it could readily have been used
to detect widespread expression of spike protein in animal trials during preclinical
development. However, it appears that the FDA and other regulators never received or
demanded such experimental data [7].
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Expression of spike protein in shoulder muscle after vaccine injection

This slide (by Dr. Burkhardt) shows deltoid muscle fibres in cross section. Several (but
not all) of the fibres show strong brown pigmentation, again indicating spike protein
expression.
While the expression of spike protein near the injection site is of course expected
and highly suggestive, we would like to make certain that such expression is indeed
caused by the vaccine and not by a concomitant infection with the SARS-CoV-2 virus.
This is particularly important with respect to other tissues and organs which are located
far away from the injection site.
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Coronavirus particles contain two prominent proteins: spike (S) and nucleocapsid (N)

To distinguish between infection and injection, we can again use immunohistochemistry,
but this time apply it to another SARS-CoV-2 protein—namely, the nucleocapsid, which
is found inside the virus particle, where it enwraps and protects the RNA genome. The
rationale of this experiment is simple: cells infected with the virus will express all viral
proteins, including the spike and the nucleocapsid. In contrast, the mRNA-based COVID
vaccines (as well as the adenovirus vector-based ones produced by AstraZeneca and
Janssen) will induce expression only of spike.
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Infected persons express the nucleocapsid protein (and also the spike
protein)

This slide simply illustrates that the method works: lung tissue or cells from a nasal
swab of a person infected with SARS-CoV-2 stain positive for nucleocapsid expression,
whereas cultured cells exposed to the vaccine do not (but they stain strongly positive
for the spike protein; see inset at the top right of Slide 3).

7 Injected persons express only the spike protein, which implicates the
vaccine

Here, we see immunohistochemistry applied to heart muscle tissue from an injected
person. Staining for the presence of spike protein causes strong brown pigment deposition. In contrast, only very weak, non-specific staining is observed with the antibody
that recognizes the nucleocapsid protein. The absence of nucleocapsid indicates that
the expression of the spike protein must be attributed ot the vaccine rather than an
infection with SARS-CoV-2.
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We will see shortly that the strong expression of spike protein in heart muscle after
vaccination correlates with significant inflammation and tissue destruction.

8

Expression of spike protein within the walls of small blood vessels

We see spike protein expression in arterioles (small arteries; left) as well as in venules
(small veins) and capillaries (right). Expression is most prominent in the innermost cell
layer, the endothelium. This makes the endothelial cells “sitting ducks” for an attack by
the immune system.

9

Endothelial stripping and destruction of a small blood vessel after vaccination

We now turn to the evidence of immune attack on the endothelial cells which produce
the spike protein. On the left, a normal venule, delimited by an intact endothelium and
containing some red blood cells and few white blood cells (stained blue) inside.
The image on at the centre shows a venule that is being attacked and destroyed by
the immune system. The outline is already dissolving, and the spindle-shaped (and
swollen) endothelial cells have peeled off from the vessel wall. Furthermore, we see
lymphocytes—the small cells with dark, round nuclei and with very little cytoplasm
around them; a single lymphocyte (at much higher magnification) is shown on the right.
Lymphocytes are the backbone of the specific immune system—whenever antigens
are recognized and antibodies are produced, this is done by lymphocytes. Also among
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the lymphocytes we find cytotoxic T cells and natural killer cells, which serve to kill
virus-infected cells—or ones that look to them as if infected, because they have been
forced to produce a viral protein by a so-called vaccine.
A crucial function of the endothelium is to prevent blood clotting. Thus, if the
endothelium is damaged, as it is in this picture, and the tissues beyond it make contact
with the blood, this will automatically set off blood clotting.

10 A crack in the wall of the aorta, lined by clusters of lymphocytes, leading
to aortic rupture

On the left, a section through the wall of an aorta. This picture is taken at an even lower
magnification than the one before; the lymphocytes now appear as just a cloud of tiny
blue specks. To the left of this blue cloud, we see a vertical crack running through the
tissue. Such a crack is also visible macroscopically in the excised specimen of an aorta
shown on the right.
The aorta is the largest blood vessel of the body. It receives the highly pressurized
blood ejected by the left ventricle of the heart, and it is thus exposed to intense mechanical stress. If the wall of the aorta is weakened by inflammation, as it is here, then it
may crack and rupture. Aortic rupture is normally quite rare, but Prof. Burkhardt found
multiple cases in his limited number of autopsies. Some of the affected aortas were also
shown to have expressed the spike protein.

11

Healthy heart muscle tissue, and lymphocytic myocarditis

In Slide 7, we saw that heart muscle cells strongly expressed the spike protein after
vaccine injection. Here, we see the consequences. The picture on the shows a sample of
healthy heart muscle tissue, with regularly oriented and aligned heart muscle fibres. On
the right, we see a heart muscle sample from one of the autopsies. The muscle fibres
are disjointed and disintegrating, and they are surrounded by invading lymphocytes.
Burkhardt found myocarditis in multiple of his deceased patients.
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Lymphocytic infiltration and proliferative inflammation in lung tissue

On the left, we see healthy lung tissue, with air-filled spaces (the alveoli), delimited by
delicate alveolar septa with embedded, blood-filled capillaries. We also see some larger
blood vessels.

On the right hand side, we see lung tissue overrun by lymphocytes. The air-filled spaces
have largely disappeared and been filled with scar (connective) tissue. This vaccineinjected patient would obviously have had very great trouble breathing.
Lymphocytic infiltration, inflammation and destruction were also observed in many
other organs, including the brain, the liver, the spleen, and multiple glands. However,
instead of illustrating them all, we will conclude the pathological evidence with another
immunohistochemistry result, which strikingly shows the long duration of spike protein
expression.
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13 Vaccine-induced expression of spike protein in a bronchial biopsy nine
months after vaccination

The slide shows a sample of bronchial mucous membrane, from a patient who is alive
but has suffered respiratory symptoms ever since being vaccinated. We see several
cells in the uppermost cell layer that strongly express spike protein—and this even nine
months after his most recent vaccine injection! While this is indeed the most extreme
case of long-lasting expression, there is evidence both from Burkhardt’s autopsies and
from published studies on blood samples [8] or lymph node biopsies [9] to indicate that
expression does last several months.

14 The Pfizer vaccine mRNA gets copied (“reverse-transcribed”) into DNA
and inserted into the cellular genome

The official mRNA vaccine narrative maintains that the modified mRNA contained in the
vaccine will not be replicated in vivo; expression of the spike protein should therefore
cease once the injected RNA molecules have been degraded.
The limited experimental studies available [10, 11] suggest that the injected modified
mRNA should be degraded within days to a few weeks of the injection. This is obviously
difficult to square with the observed long-lasting expression; in some form or other, the
genetic information appears to be perpetuated in vivo.
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A recent experimental study from Sweden [12] has shown that human-derived cells
can copy the Pfizer mRNA vaccine into DNA and then insert it into their own chromosomal DNA. The image shows the key evidence from this study. The cells were exposed
to the vaccine for the lengths of time indicated. Cellular DNA was then isolated, and
inserted DNA copies of the vaccine mRNA detected by PCR amplification of a fragment
444 base pairs (bp) in length.
All samples labelled with “BNT” had been treated with the vaccine, and they all
show a PCR product of the expected length, as is evident from comparison to a DNA
fragment length standard (“L”). Samples labelled with “Ctrl n” were controls: Ctrl 1– 4
contained DNA from cells not incubated with vaccine, Ctrl 5 contained RNA (not DNA)
from vaccine-treated cells; Ctrl 6 contained the same but was additionally treated with
RNAse, which step was also performed in the purification of DNA samples. As expected,
none of the control samples contain the PCR product.
Considering Aldén’s observation of DNA insertion in every single experimental sample, it seems highly likely that this will also occur in vivo. Beyond providing a plausible
mechanism for perpetuating the expression of spike protein, DNA insertion also poses
risks of genetic damage, leading to cancers and leukemias.
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Summary

The evidence presented here clearly demonstrates a chain of causation from vaccine
injection to
•

rapid distribution of the vaccine through the bloodstream,

•

widespread spike protein expression, prominently in blood vessels, and

•

autoimmune-like inflammation and organ damage.
Vaccine-induced vascular damage will promote blood clotting, and clotting-related

diseases such as heart attack, stroke, lung embolism are very common in the adverse
events databases [4, 13].
In addition to autoimmune-like inflammation, other disease mechanisms, including
prion-mediated CNS degeneration [14], aberrant vascular protein deposition (amyloidosis) [15, 16], and lipid nanoparticle toxicity [6], are plausible but require further study
and corroboration. Overall, these vaccines can no longer be considered experimental—
the “experiment” has resulted in the disaster that many medical doctors and scientists
predicted from the outset [17]. The vaccination must be stopped, and all approvals and
authorizations of their use must be revoked.
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